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1. Hooman Rashidi, Lukas k. Buehler. Bioinformatics Basics: Applications in
Biological Science and Medicine, last edition
2. Baxevanis AD. Bioinformatics, a practical guide to the analysis of Genes and
protein, Wiley-liss.
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3. Hooman Rashidi, Lukas k. Buehler. Bioinformatics Basics: Applications in
Biological Science and Medicine, last edition

4. Baxevanis AD. Bioinformatics, a practical guide to the analysis of Genes and
protein, Wiley-liss.
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